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SEQUENCE LISTING 

<110> McCarthy, Jeannette Just 

<120> COMPOSITIONS AND METHODS FOR THE IDENTIFICATION, 
ASSESSMENT, PREVENTION AND THERAPY OF 
CARDIOVASCULAR DISEASE 

<130> MRI-026 

<150> US 60/248,185 

<151> 2000-11-09 



<150> US 60/257,417 
<151> 2000-12-22 



<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 5724 

<212> DNA 

<213> Homo sapiens 

<400> 1 

ggacgcacag gcattccccg cgcccctcca gccctcgccg ccctcgccac cgctcccggc 60 
cgccgcgctc cggtacacac aggatccctg ctgggcacca acagctccac catggggctg 120 
gcctggggac taggcgtcct gttcctgatg catgtgtgtg gcaccaaccg cattccagag 180 
tctggcggag acaacagcgt gtttgacatc tttgaactca ccggggccgc ccgcaagggg 240 
tctgggcgcc gactggtgaa gggccccgac ccttccagcc cagctttccg catcgaggat 300 
gccaacctga tcccccctgt gcctgatgac aagttccaag acctggtgga tgctgtgcgg 360 
gcagaaaagg gtttcctcct tctggcatcc ctgaggcaga tgaagaagac ccggggcacg 420 
ctgctggccc tggagcggaa agaccactct ggccaggtct tcagcgtggt gtccaatggc 480 
aaggcgggca ccctggacct cagcctgacc gtccaaggaa agcagcacgt ggtgtctgtg 540 
gaagaagctc tcctggcaac cggccagtgg aagagcatca ccctgtttgt gcaggaagac 600 
agggcccagc tgtacatcga ctgtgaaaag atggagaatg ctgagttgga cgtccccatc 660 
caaagcgtct tcaccagaga cctggccagc atcgccagac tccgcatcgc aaaggggggc 720 
gtcaatgaca atttccaggg ggtgctgcag aatgtgaggt ttgtctttgg aaccacacca 780 
gaagacatcc tcaggaacaa aggctgctcc agctctacca gtgtcctcct cacccttgac 840 
aacaacgtgg tgaatggttc cagccctgcc atccgcacta actacattgg ccacaagaca 900 
aaggacttgc aagccatctg cggcatctcc tgtgatgagc tgtccagcat ggtcctggaa 960 
ctcaggggcc tgcgcaccat tgtgaccacg ctgcaggaca gcatccgcaa agtgactgaa 1020 
gagaacaaag agttggccaa tgagctgagg cggcctcccc tatgctatca caacggagtt 1080 
cagtacagaa ataacgagga atggactgtt gatagctgca ctgagtgtca ctgtcagaac 1140 
tcagttacca tctgcaaaaa ggtgtcctgc cccatcatgc cctgctccaa tgccacagtt 1200 
cctgatggag aatgctgtcc tcgctgttgg cccagcgact ctgcggacga tggctggtct 1260 
ccatggtccg agtggacctc ctgttctacg agctgtggca atggaattca gcagcgcggc 1320 
cgctcctgcg atagcctcaa caaccgatgt gagggctcct cggtccagac acggacctgc 1380 
cacattcagg agtgtgacaa aagatttaaa caggatggtg gctggagcca ctggtccccg 1440 
tggtcatctt gttctgtgac atgtggtgat ggtgtgatca caaggatccg gctctgcaac 1500 
tctcccagcc cccagatgaa tgggaaaccc tgtgaaggcg aagcgcggga gaccaaagcc 1560 
tgcaagaaag acgcctgccc catcaatgga ggctggggtc cttggtcacc atgggacatc 1620 
tgttctgtca cctgtggagg aggggtacag aaacgtagtc gtctctgcaa caaccccgca 1680 
ccccagtttg gaggcaagga ctgcgttggt gatgtaacag aaaaccagat ctgcaacaag 1740 
caggactgtc caattgatgg atgcctgtcc aatccctgct ttgccggcgt gaagtgtact 1800 
agctaccctg atggcagctg gaaatgtggt gcttgtcccc ctggttacag tggaaatggc 1860 
atccagtgca cagatgttga tgagtgcaaa gaagtgcctg atgcctgctt caaccacaat 1920 
ggagagcacc ggtgtgagaa cacggacccc ggctacaact gcctgccctg ccccccacgc 1980 
ttcaccggct cacagccctt cggccagggt gtcgaacatg ccacggccaa caaacaggtg 2040 
tgcaagcccc gtaacccctg cacggatggg acccacgact gcaacaagaa cgccaagtgc 2100 
aactacctgg gccactatag cgaccccatg taccgctgcg agtgcaagcc tggctacgct 2160 
ggcaatggca tcatctgcgg ggaggacaca gacctggatg gctggcccaa tgagaacctg 2220 
gtgtgcgtgg ccaatgcgac ttaccactgc aaaaaggata attgccccaa ccttcccaac 2280 
tcagggcagg aagactatga caaggatgga attggtgatg cctgtgatga tgacgatgac 234 0 
aatgataaaa ttccagatga cagggacaac tgtccattcc attacaaccc agctcagtat 2400 
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gactatgaca gagatgatgt gggagaccgc tgtgacaact gtccctacaa ccacaaccca 2460 
gatcaggcag acacagacaa caatggggaa ggagacgcct gtgctgcaga cattgatgga 2520 
gacggtatcc tcaatgaacg ggacaactgc cagtacgtct acaatgtgga ccagagagac 2580 
actgatatgg atggggttgg agatcagtgt gacaattgcc ccttggaaca caatccggat 2640 
cagctggact ctgactcaga ccgcattgga gatacctgtg acaacaatca ggatattgat 2700 
gaagatggcc accagaacaa tctggacaac tgtccctatg tgcccaatgc caaccaggct 2760 
gaccatgaca aagatggcaa gggagatgcc tgtgaccacg atgatgacaa cgatggcatt 2820 
cctgatgaca aggacaactg cagactcgtg cccaatcccg accagaagga ctctgacggc 2880 
gatggtcgag gtgatgcctg caaagatgat tttgaccatg acagtgtgcc agacatcgat 2940 
gacatctgtc ctgagaatgt tgacatcagt gagaccgatt tccgccgatt ccagatgatt 3000 
cctctggacc ccaaagggac atcccaaaat gaccctaact gggttgtacg ccatcagggt 3060 
aaagaactcg tccagactgt caactgtgat cctggactcg ctgtaggtta tgatgagttt 3120 
aatgctgtgg acttcagtgg caccttcttc atcaacaccg aaagggacga tgactatgct 3180 
ggatttgtct ttggctacca gtccagcagc cgcttttatg ttgtgatgtg gaagcaagtc 3240 
acGcagtcct actgggacac caaccccacg agggctcagg gatactcggg cctttctgtg 3300 
aaagttgtaa actccaccac agggcctggc gagcacctgc ggaacgccct gtggcacaca 3360 
ggaaacaccc ctggccaggt gcgcaccctg tggcatgacc ctcgtcacat aggctggaaa 3420 
gatttcaccg cctacagatg gcgtctcagc cacaggccaa agacgggttt cattagagtg 3480 
gtgatgtatg aagggaagaa aatcatggct gactcaggac ccatctatga taaaacctat 3540 
gctggtggta gactagggtt gtttgtcttc tctcaagaaa tggtgttctt ctctgacctg 3600 
aaatacgaat gtagagatcc ctaatcatca aattgttgat tgaaagactg atcataaacc 3660 
aatgctggta ttgcaccttc tggaactatg ggcttgagaa aacccccagg atcacttctc 3720 
cttggcttcc ttcttttctg tgcttgcatc agtgtggact cctagaacgt gcgacctgcc 3780 
tcaagaaaat gcagttttca aaaacagact cagcattcag cctccaatga ataagacatc 3840 
ttccaagcat ataaacaatt gctttggttt ccttttgaaa aagcatctac ttgcttcagt 3900 
tgggaaggtg cccattccac tctgcctttg tcacagagca gggtgctatt gtgaggccat 3960 
ctctgagcag tggactcaaa agcattttca ggcatgtcag agaagggagg actcactaga 4020 
attagcaaac aaaaccaccc tgacatcctc cttcaggaac acggggagca gaggccaaag 4080 
cactaagggg agggcgcata cccgagacga ttgtatgaag aaaatatgga ggaactgtta 4140 
catgttcggt actaagtcat tttcagggga ttgaaagact attgctggat ttcatgatgc 4200 
tgactggcgt tagctgatta acccatgtaa ataggcactt aaatagaagc aggaaaggga 4260 
gacaaagact ggcttctgga cttcctccct gatccccacc cttactcatc acctgcagtg 4320 
gccagaatta gggaatcaga atcaaaccag tgtaaggcag tgctggctgc cattgcctgg 4380 
tcacattgaa attggtggct tcattctaga tgtagcttgt gcagatgtag caggaaaata 44 40 
ggaaaaccta ccatctcagt gagcaccagc tgcctcccaa aggaggggca gccgtgctta 4 500 
tatttttatg gttacaatgg cacaaaatta ttatcaacct aactaaaaca ttccttttct 4560 
cttttttcct gaattatcat ggagttttct aattctctct tttggaatgt agattttttt 4 620 
taaatgcttt acgatgtaaa atatttattt tttacttatt ctggaagatc tggctgaagg 4 680 
attattcatg gaacaggaag aagcgtaaag actatccatg tcatctttgt tgagagtctt 4740 
cgtgactgta agattgtaaa tacagattat ttattaactc tgttctgcct ggaaatttag 4800 
gcttcatacg gaaagtgttt gagagcaagt agttgacatt tatcagcaaa tctcttgcaa 4860 
gaacagcaca aggaaaatca gtctaataag ctgctctgcc ccttgtgctc agagtggatg 4920 
ttatgggatt ctttttttct ctgttttatc ttttcaagtg gaattagttg gttatccatt 4980 
tgcaaatgtt ttaaattgca aagaaagcca tgaggtcttc aatactgttt taccccatcc 5040 
cttgtgcata tttccaggga gaaggaaagc atatacactt ttttctttca tttttccaaa 5100 
agagaaaaaa atgacaaaag gtgaaactta catacaaata ttacctcatt tgttgtgtga 5160 
ctgagtaaag aatttttgga tcaagcggaa agagtttaag tgtctaacaa acttaaagct 5220 
actgtagtac ctaaaaagtc agtgttgtac atagcataaa aactctgcag agaagtattc 5280 
ccaataagga aatagcattg aaatgttaaa tacaatttct gaaagttatg ttttttttct 5340 
atcatctggt ataccattgc tttattttta taaattattt tctcattgcc attggaatag 5400 
atatctcaga ttgtgtagat atgctattta aataatttat caggaaatac tgcctgtaga 54 60 
gttagtattt ctatttttat ataatgtttg cacactgaat tgaagaattg ttggtttttt 5520 
cttttttttg ttttgttttt tttttttttt tttttttttt tgcttttgac ctcccatttt 5580 
tactatttgc caataccttt ttctaggaat gtgctttttt ttgtacacat ttttatccat 5640 
tttacattct aaagcagtgt aagttgtata ttactgtttc ttatgtacaa ggaacaacaa 5700 
taaatcatat ggaaatttat attt 5724 

<210> 2 
<211> 1170 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Gly Leu Ala Trp Gly Leu Gly Val Leu Phe Leu Met His Val Cys 

15 10 15 

Gly Thr Asn Arg lie Pro Glu Ser Gly Gly Asp Asn Ser Val Phe Asp 
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He 


Phe 


Glu 


Leu 


Thr 


Gly Ala Ala 






35 










40 


Val 


Lys 


Gly Pro 


Asp 


Pro 


Ser 


Ser 




50 










55 




Asn 




He 


Pro 


Pro 


Val 


Pro 


Asp 


65 










70 






Ala 


Val 


Arg Ala 


Glu 
85 


Lys 


Gly 


Phe 


Met 


Lys 


Lys 


Thr 


Arg 


Gly 


Thr 


Leu 








100 










Ser 


Gly 


Gin 


Val 


Phe 


Ser 


Val 


Val 






115 










120 


Asp 


Leu 


Ser 


Leu 


Thr 


Val 


Gin 


Gly 




130 










135 




Glu 


Ala 


Leu 


Leu 


Ala 


Thr 


Gly Gin 


145 










150 






Gin 


Glu 


Asp 


Arg 


Ala 




Leu 


Tyr 










165 








Ala 


Glu 


Leu 


Asp 


Val 


Pro 


He 


Gin 








180 










Ser 


He 


Ala 


Arg 


Leu 


Ara 


He 


Ala 






195 










200 


Gin 


Gly 


Val 


Leu 


Gin 


Asn 


Val 


Arg 




210 










215 




Asp 


He 


Leu 


Arg 


Asn 




Gly 


Cys 


225 










230 








Leu 


Asp 


Asn 


Asn 


Val 


Val 


Asn 










245 








Asn 


Tvr 


He 


Gly 


His 


ys 


Thr 


Lys 








260 










Ser 


ys 


Asp 


Glu 


Leu 


Ser 


Ser 


Met 






275 










280 


Thr 


lie 


Val 


Thr 


Thr 


eu 


Gin 


Asp 




290 










295 




Asn 


Lys 


Glu 


Leu 


Ala 




Glu 


Leu 


305 










310 






Asn 


Gly 


Val 


Gin 


Tyr 


rg 


Asn 


Asn 










325 








Thr 


Glu 


Cys 


His 


Cys 


Gin 


Asn 


Ser 








340 










C s 


Pro 


He 


Met 


Pro 


ys 


Ser 


Asn 






355 










360 


Cvs 


Pro 


Arg 


Cys 


Trp 


Pro 


Ser 


Asp 




370 










375 




Trp 


Ser 


Glu 


Trp 


Thr 


Ser 


Cys 


Ser 


385 










390 






Gin 


Arg 


Gly Arg 


Ser 


Cys 


Asp 


Ser 










405 








Ser 


Val 


Gin 


Thr 


Arg 


Thr 


Cys 


His 








420 










Lys 


Gin 


Asp Gly 


Gly 


Trp 


Ser 


His 






435 










440 


Val 


Thr 


Cys 


Gly 


As 


Gly Val 


He 




450 










455 




Pro 


Ser 


Pro 


Gin 


Met 


Asn 


Gly 


Lys 












470 






Thr 


ys 


Ala 


Cys 


485 


Lys 


Asp 


Ala 


Pro 


Trp 


Ser 


Pro 


Trp 


Asp 


He 


Cys 








500 










Gin 


Lys 


Arg 


Ser 


Arg 


Leu 


Cys 


Asn 






515 










520 


Lys 


Asp 


Cys 


Val 


Gly 


Asp 


Val 


Thr 




530 










535 




Asp 


Cys 


Pro 


He 


Asp 


Gly 


Cys 


Leu 



25 


3 








30 






Arg 


Lys 


Gly 


Ser 


Gly Arg 


Arg 


Leu 










45 








Pro 


Ala 


Phe 


Arg 


He 


Glu 


Asp 


Ala 








60 










Asp 


Lys 


Phe 


Gin 


Asp 


Leu 


Val 


Asp 






75 










80 


Leu 


Leu 


Leu 


Ala 


Ser 


Leu 


Arg 


Gin 




90 










95 




Leu 


Ala 


Leu 


Glu 


Arg 


Lys 


Asp 


His 


105 










110 






Ser 


Asn 


Gly 


Lys 


Ala 


Gly 


Thr 


Leu 










125 








Lys 


Gin 


His 


Val 


Val 


Ser 


Val 


Glu 








140 










Trp 


Lys 


Ser 


He 


Thr 


Leu 


Phe 


Val 






155 










160 


He 


Asp 


Cys 


Glu 


ys 


Met 


Glu 


Asn 




170 










175 




Ser 


Val 


Phe 


Thr 


rg 


Asp 


Leu 


Ala 


185 










190 






Lys 


Gly 


Gly 


Val 


Asn 


Asp 


Asn 


Phe 










205 








Phe 


Val 


Phe 


Gly 




Thr 


Pro 


Glu 








220 










Ser 


Ser 


Ser 


Thr 


Ser 


Val 


Leu 


Leu 






235 










240 


Gly 


Ser 


Ser 


Pro 


Ala 


He 


Arg 


Thr 




250 










255 




Asp 


Leu 


Gin 


Ala 


e 




Gly 


He 


265 
















Val 


Leu 


Glu 


Leu 






Leu 


Arg 










285 








Ser 


He 


Arg 


Lys 


V 1 


Thr 
r 


Glu 


Glu 








300 










Arg 


Arg 


Pro 


Pro 


eu 


Cys 


Tyr 


His 






315 










320 


Glu 


Glu 


Trp 


Thr 


Val 


sp 


Ser 


Cys 




330 










335 




Val 


Thr 


He 


Cys 


ys 


Lys 


Val 


Ser 


345 










350 






Ala 


Thr 


Val 


Pro 


Asp 


Gly 


Glu 


Cys 










365 








Ser 


Ala 


Asp 


Asp 


Gly 




Ser 


Pro 








380 










Thr 


Ser 


Cys 


Gly 


Asn 


Gl 


He 


Gin 






395 










400 


Leu 


Asn 


Asn 


Arg 


ys 


Glu 


Gly 


Ser 




410 










415 




He 


Gin 


Glu 


Cys 


sp 


Lys 


Arg 


Phe 


425 










430 






Trp 


Ser 


Pro 


Trp 


Ser 




Cys 


Ser 










445 








Thr 


Arg 


He 


Arg 


Leu 


Cys 


Asn 


Ser 








460 










Pro 


Cys 


Glu 


Gly 


Glu 


Ala 


Arg 


Glu 






475 










480 


Cys 


Pro 


He 


Asn 


Gly 


Gly 


Trp 


Gly 




490 










495 




Ser 


Val 


Thr 


Cys 


Gly Gly 


Gly 


Val 


505 










510 






Asn 


Pro 


Ala 


Pro 


Gin 


Phe 


Gly 


Gly 










525 








Glu 


Asn 


Gin 


He 


Cys 


Asn 


Lys 


Gin 








540 










Ser 


Asn 


Pro 


Cys 


Phe 


Ala 


Gly 


Val 



Attorney Docket No. MRI-026 



4 



545 550 555 560 

Lys Cys Thr Ser Tyr Pro Asp Gly Ser Trp Lys Cys Gly Ala Cys Pro 

555 570 575 

Pro Gly Tyr Ser Gly Asn Gly He Gin Cys Thr Asp Val Asp Glu Cys 

580 585 590 

Lys Glu Val Pro Asp Ala Cys Phe Asn His Asn Gly Glu His Arg Cys 

595 600 605 

Glu Asn Thr Asp Pro Gly Tyr Asn Cys Leu Pro Cys Pro Pro Arg Phe 

610 615 620 

Thr Gly Ser Gin Pro Phe Gly Gin Gly Val Glu His Ala Thr Ala Asn 
625 630 635 640 

Lys Gin Val Cys Lys Pro Arg Asn Pro Cys Thr Asp Gly Thr His Asp 

645 650 655 

Cys Asn Lys Asn Ala Lys Cys Asn Tyr Leu Gly His Tyr Ser Asp Pro 

660 665 670 

Met Tyr Arg Cys Glu Cys Lys Pro Gly Tyr Ala Gly Asn Gly He He 

575 680 685 

Cys Gly Glu Asp Thr Asp Leu Asp Gly Trp Pro Asn Glu Asn Leu Val 

690 695 700 

Cys Val Ala Asn Ala Thr Tyr His Cys Lys Lys Asp Asn Cys Pro Asn 
705 710 715 720 

Leu Pro Asn Ser Gly Gin Glu Asp Tyr Asp Lys Asp Gly He Gly Asp 

725 730 735 

Ala Cys Asp Asp Asp Asp Asp Asn Asp Lys He Pro Asp Asp Arg Asp 

740 745 750 

Asn Cys Pro Phe His Tyr Asn Pro Ala Gin Tyr Asp Tyr Asp Arg Asp 

755 760 765 

Asp Val Gly Asp Arg Cys Asp Asn Cys Pro Tyr Asn His Asn Pro Asp 

770 775 780 

Gin Ala Asp Thr Asp Asn Asn Gly Glu Gly Asp Ala Cys Ala Ala Asp 
785 790 795 800 

He Asp Gly Asp Gly He Leu Asn Glu Arg Asp Asn Cys Gin Tyr Val 

805 810 815 

Tyr Asn Val Asp Gin Arg Asp Thr Asp Met Asp Gly Val Gly Asp Gin 

820 825 830 

Cys Asp Asn Cys Pro Leu Glu His Asn Pro Asp Gin Leu Asp Ser Asp 

835 840 845 

Ser Asp Arg He Gly Asp Thr Cys Asp Asn Asn Gin Asp He Asp Glu 

850 855 860 

Asp Gly His Gin Asn Asn Leu Asp Asn Cys Pro Tyr Val Pro Asn Ala 
865 870 875 880 

Asn Gin Ala Asp His Asp Lys Asp Gly Lys Gly Asp Ala Cys Asp His 

885 890 895 

Asp Asp Asp Asn Asp Gly He Pro Asp Asp Lys Asp Asn Cys Arg Leu 

900 905 910 

Val Pro Asn Pro Asp Gin Lys Asp Ser Asp Gly Asp Gly Arg Gly Asp 

915 920 925 

Ala Cys Lys Asp Asp Phe Asp His Asp Ser Val Pro Asp He Asp Asp 

930 935 940 

He Cys Pro Glu Asn Val Asp He Ser Glu Thr Asp Phe Arg Arg Phe 
945 950 955 960 

Gin Met He Pro Leu Asp Pro Lys Gly Thr Ser Gin Asn Asp Pro Asn 

965 970 975 

Trp Val Val Arg His Gin Gly Lys Glu Leu Val Gin Thr Val Asn Cys 

980 985 990 

Asp Pro Gly Leu Ala Val Gly Tyr Asp Glu Phe Asn Ala Val Asp Phe 

995 1000 1005 

Ser Gly Thr Phe Phe He Asn Thr Glu Arg Asp Asp Asp Tyr Ala Gly 

1010 1015 1020 

Phe Val Phe Gly Tyr Gin Ser Ser Ser Arg Phe Tyr Val Val Met Trp 
1025 1030 1035 1040 

Lys Gin Val Thr Gin Ser Tyr Trp Asp Thr Asn Pro Thr Arg Ala Gin 

1045 1050 1055 

Gly Tyr Ser Gly Leu Ser Val Lys Val Val Asn Ser Thr Thr Gly Pro 

1060 1065 1070 

Gly Glu His Leu Arg Asn Ala Leu Trp His Thr Gly Asn Thr Pro Gly 
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1075 1080 1085 

Gin Val Arg Thr Leu Trp His Asp Pro Arg His lie Gly Trp Lys Asp 

1090 1095 1100 

Phe Thr Ala Tyr Arg Trp Arg Leu Ser His Arg Pro Lys Thr Gly Phe 
1105 1110 1115 1120 

lie Arg Val Val Met Tyr Glu Gly Lys Lys lie Met Ala Asp Ser Gly 

1125 1130 1135 

Pro lie Tyr Asp Lys Thr Tyr Ala Gly Gly Arg Leu Gly Leu Phe Val 

1140 1145 1150 

Phe Ser Gin Glu Met Val Phe Phe Ser Asp Leu Lys Tyr Glu Cys Arg 
1155 1160 1165 

Asp Pro 

1170 



<210> 3 

<211> 5784 

<212> DNA 

<213> Homo sapiens 

<400> 3 

acggcatcca gtacagaggg gctggacttg 
cggcatataa agccgcgctg cccgggagcc 
ctgcagggcc ggtctctcgc tccagcagag 
tgaaaccagt catcactgca tctttttggc 
tggtctggag gctggtcctg ctggctctgt 
aggacaaaga cacgaccttc gaccttttca 
gcgccaagca gttccgcggg cccgaccccg 
actacatccc accggtgaac gcagatgacc 
aggagggctt cttcctcacg gcccagctca 
tggctctgga gggccccggt ctctcccaga 
cggacacgct ggatctcacc tactggattg 
acgtcggcct ggctgactcg cagtggaaga 
acagcttgca cgtgggctgc gacctcatag 
agcacctgca ggcggaaaag agccggatgt 
acttcagggg tttgcttcag aacgtccacc 
taagcaagaa gggttgccag caaggccagg 
cagagacgct gcgcctgggt ccgcatgtca 
ggaggcccga ggtgtgcgaa cgctcgtgcg 
cggggctcca cgtcctcgtg aaccagctca 
accagtttct ctgggagctc attggtggcc 
ggcaggatgg ccggttcttt gcggaaaatg 
gtacctgcaa gaaatttaaa accatttgcc 
ccagtccatc ctttgtggaa ggcgaatgct 
aggagggctg gtctccgtgg gcagagtgga 
cccagcagag aggccggtcc tgtgacgtca 
agacacgggc ttgcagtctg agcaagtgtg 
gccactggtc accttggtct tcatgctctg 
tccgtctctg caactcccca gtgccccaga 
gggagaccaa agcctgccag ggcgccccat 
ccccgtggtc ggcctgcact gtcacctgtg 
gcaacagccc tgagcctcag tacggaggga 
agatgtgcaa caagaggagc tgccccgtgg 
gagcccagtg cagcagcttc cccgatgggt 
tcttgggcaa tggcacccac tgtgaggacc 
gcttctccac cagcaaggtg cctcgctgtg 
cctgcccgcc ccgatacaga gggaaccagc 
cggaaaagca agtgtgtgag cccgaaaacc 
agcacgcgga gtgcatctac ctgggtcact 
agacaggcta cgcgggcgac gggctcatct 
ccaacctcaa tctggtctgc gccaccaacg 
cccatctgcc aaattctggg caggaagact 
atgatgacga tgacaatgac ggtgtgaccg 
atccccgcca ggctgactat gacaaggatg 
acgtgcacaa ccctgcccag atcgacacag 
tggacattga tggggacgat gtcttcaatg 



gacccctgca gcagccctgc acaggagaag 60 
gctcggccac gtccaccgga gcatcctgca 120 
cctgcgcctt tctgactcgg tccggaacac 180 
aaaccaggag ctcagctgca ggaggcagga 240 
gggtgtggcc cagcacgcaa gctggtcacc 300 
gtatcagcaa catcaaccgc aagaccattg 360 
gcgtgccggc ttaccgcttc gtgcgctttg 420 
tcagcaagat caccaagatc atgcggcaga 480 
agcaggacgg caagtccagg ggcacgctgt 54 0 
ggcagttcga gatcgtctcc aacggccccg 600 
acggcacccg gcatgtggtc tccctggagg 660 
acgtcaccgt gcaggtggct ggcgagacct 720 
gaccagttgc tctggacgag cccttctacg 780 
acgtggccaa aggctctgcc agagagagtc 840 
tagtgtttga aaactctgtg gaagatattc 900 
gagctgagat caacgccatc agtgagaaca 960 
ccaccgagta cgtgggcccc agctcggaga 1020 
aggagctggg aaacatggtc caggagctct 1080 
gcgagaacct caagagagtg tcgaatgata 1140 
ctcctaagac aaggaacatg tcagcttgct 1200 
aaacgtgggt ggtggacagc tgcaccacgt 1260 
accaaatcac ctgcccgcct gcaacctgcg 1320 
gcccttcctg cctccactcg gtggacggtg 1380 
cccagtgctc cgtgacgtgt ggctctggga 1440 
ccagcaacac ctgcttgggg ccctcgatcc 1500 
acacccgcat ccggcaggac ggcggctgga 1560 
tgacctgtgg agttggcaat atcacacgca 1620 
tggggggcaa gaattgcaaa gggagtggcc 1680 
gcccaatcga tggccgctgg agcccctggt 17 4 0 
ccggtgggat ccgggagcgc acccgggtct 1800 
aggcctgcgt gggggatgtg caggagcgtc 18 60 
atggctgttt atccaacccc tgcttcccgg 1920 
cctggtcatg cggcttctgc cctgtgggct 1980 
tggacgagtg tgccctggtc cccgacatct 2040 
tcaacactca gcctggcttc cactgcctgc 2100 
ccgtcggggt cggcctggaa gcagccaaga 2160 
catgcaagga caagacacac aactgccaca 2220 
tcagcgaccc catgtacaag tgcgagtgcc 2280 
gcggggagga ctcggacctg gacggctggc 2340 
ccacctacca ctgcatcaag gataactgcc 2400 
ttgacaagga cgggattggc gatgcctgtg 24 60 
atgagaagga caactgccag ctcctcttca 2520 
aggttgggga ccgctgtgac aactgccctt 2580 
acaacaatgg agagggtgac gcctgctccg 2640 
aacgagacaa ttgtccctac gtctacaaca 2700 
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ctgaccagag ggacacggat ggtgacggtg tgggggatca ctgtgacaac tgccccctgg 2760 
tgcacaaccc tgaccagacc gacgtggaca atgaccttgt tggggaccag tgtgacaaca 2820 
acgaggacat agatgacgac ggccaccaga acaaccagga caactgcccc tacatctcca 2880 
acgccaacca ggctgaccat gacagagacg gccagggcga cgcctgtgac cctgatgatg 294 0 
acaacgatgg cgtccccgat gacagggaca actgccggct tgtgttcaac ccagaccagg 3000 
aggacttgga cggtgatgga cggggtgata tttgtaaaga tgattttgac aatgacaaca 3060 
tcccagatat tgatgatgtg tgtcctgaaa acaatgccat cagtgagaca gacttcagga 3120 
acttccagat ggtccccttg gatcccaaag ggaccaccca aattgatccc aactgggtca 3180 
ttcgccatca aggcaaggag ctggttcaga cagccaactc ggaccccggc atcgctgtag 3240 
gttttgacga gtttgggtct gtggacttca gtggcacatt ctacgtaaac actgaccggg 3300 
acgacgacta tgctggcttc gtctttggtt accagtcaag cagccgcttc tatgtggtga 3360 
tgtggaagca ggtgacgcag acctactggg aggaccagcc cacgcgggcc tatggctact 3420 
ccggcgtgtc cctcaaggtg gtgaactcca ccacggggac gggcgagcac ctgaggaacg 34 8 0 
cgctgtggca cacggggaac acgccggggc aggtgcgaac cttatggcac gaccccagga 354 0 
acattggctg gaaggactac acggcctata ggtggcacct gactcacagg cccaagaccg 3600 
gctacatcag agtcttagtg catgaaggaa aacaggtcat ggcagactca ggacctatct 3660 
atgaccaaac ctacgctggc gggcggctgg gtctatttgt cttctctcaa gaaatggtct 3720 
atttctcaga cctcaagtac gaatgcagag atatttaaac aagatttgct gcatttccgg 3780 
caatgccctg tgcatgccat ggtccctaga cacctcagtt cattgtggtc cttgcggctt 3840 
ctctctctag cagcacctcc tgtcccttga ccttaactct gatggttctt cacctcctgc 3900 
cagcaacccc aaacccaagt gccttcagag gataaatatc aatggaactc agagatgaac 3960 
atctaaccca ctagaggaaa ccagtttggt gatatatgag actttatgtg gagtgaaaat 4020 
tgggcatgcc attacattgc tttttcttgt ttgtttaaaa agaatgacgt ttacatataa 4080 
aatgtaatta cttattgtat ttatgtgtat atggagttga agggaatact gtgcataagc 4140 
cattatgata aattaagcat gaaaaatatt gctgaactac ttttggtgct taaagttgtc 4200 
actattcttg aattagagtt gctctacaat gacacacaaa tcccgctaaa taaattataa 4260 
acaagggtca attcaaattt gaagtaatgt tttagtaagg agagattaga agacaacagg 4320 
catagcaaat gacataagct accgattaac taatcggaac atgtaaaaca gttacaaaaa 4380 
taaacgaact ctcctcttgt cctacaatga aagccctcat gtgcagtaga gatgcagttt 4 44 0 
catcaaagaa caaacatcct tgcaaatggg tgtgacgcgg ttccagatgt ggatttggca 4 500 
aaacctcatt taagtaaaag gttagcagag caaagtgcgg tgctttagct gctgcttgtg 4560 
ccgttgtggc gtcggggagg ctcctgcctg agcttccttc cccagctttg ctgcctgaga 4 620 
ggaaccagag cagacgcaca ggccggaaaa ggcgcatcta acgcgtatct aggctttggt 4 680 
aactgcggac aagttgcttt tacctgattt gatgatacat ttcattaagg ttccagttat 4740 
aaatattttg ttaatattta ttaagtgact atagaatgca actccattta ccagtaactt 4800 
attttaaata tgcctagtaa cacatatgta gtataatttc tagaaacaaa catctaataa 4860 
gtatataatc ctgtgaaaat atgaggcttg ataatattag gttgtcacga tgaagcatgc 4 920 
tagaagctgt aacagaatac atagagaata atgaggagtt tatgatggaa ccttaatata 4980 
taatgttgcc agcgatttta gttcaatatt tgttactgtt atctatctgc tgtatatgga 5040 
attcttttaa ttcaaacgct gaaaacgaat cagcatttag tcttgccagg cacacccaat 5100 
aatcagtcat gtgtaatatg cacaagtttg tttttgtttt tgtttttttt gttggttggt 5160 
ttttttgctt taagttgcat gatctttctg caggaaatag tcactcatcc cactccacat 5220 
aaggggttta gtaagagaag tctgtctgtc tgatgatgga tagggggcaa atctttttcc 5280 
cctttctgtt aatagtcatc acatttctat gccaaacagg aacgatccat aactttagtc 5340 
ttaatgtaca cattgcattt tgataaaatt aattttgttg tttcctttga ggttgatcgt 5400 
tgtgttgttt tgctgcactt tttacttttt tgcgtgtgga gctgtattcc cgagacaacg 5460 
aagcgttggg atacttcatt aaatgtagcg actgtcaaca gcgtgcaggt tttctgtttc 5520 
tgtgttgtgg ggtcaaccgt acaatggtgt gggaatgacg atgatgtgaa tatttagaat 5580 
gtaccatatt ttttgtaaat tatttatgtt tttctaaaca aatttatcgt ataggttgat 5640 
gaaacgtcat gtgttttgcc aaagactgta aatatttatt tatgtgttca catggtcaaa 5700 
atttcaccac tgaaaccctg cacttagcta gaacctcatt tttaaagatt aacaacagga 5760 
aataaattgt aaaaaaggtt ttct 5784 



<210> 4 
<211> 1172 
<212> PRT 

<213> Homo sapiens 



<400> 4 




























Met Val 


Trp Arg 


Leu 


Val 


Leu 


Leu 


Ala 


Leu 


Trp 


Val 


Trp 


Pro 


Ser 


Thr 


1 


5 










10 










15 




Gin Ala 


Gly His 


Gin 


Asp 


Lys 


Asp 


Thr 


Thr 


Phe 


Asp 


Leu 


Phe 


Ser 


He 




20 










25 










30 






Ser Asn 


lie Asn 


Arg 




Thr 


lie 


Gly 


Ala 


Lys 


Gin 


Phe 


Arg 


Gly 


Pro 




35 








40 










45 








Asp Pro 


Gly Val 


Pro 


Ala 


Tyr 


Arg 


Phe 


Val 


Arg 


Phe 


Asp 


Tyr 


He 


Pro 
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50 

Pro Val Asn Ala 
65 

Lys Glu Gly Phe 

Arg Gly Thr Leu 
100 

Phe Glu He Val 
115 

Trp He Asp Gly 
130 

Ala Asp Ser Gin 
145 

Tyr Ser Leu His 

Glu Pro Phe Tyr 
180 

Ala Lys Gly Ser 
195 

Val His Leu Val 

210 

Gly Cys Gin Gin 
225 

Thr Glu Thr Leu 

Pro Ser Ser Glu 
260 

Leu Gly Asn Met 
275 

Gin Leu Ser Glu 
290 

Trp Glu Leu He 
305 

Trp Gin Asp Gly 

Ser Cys Thr Thr 
340 

He Thr Cys Pro 

355 

Glu Cys Cys Pro 

370 

Ser Pro Trp Ala 
385 

Thr Gin Gin Arg 

Gly Pro Ser He 
420 

Arg He Arg Gin 
435 

Cys Ser Val Thr 
450 

Asn Ser Pro Val 
465 

Arg Glu Thr Lys 

Trp Ser Pro Trp 
500 

Gly He Arg Glu 
515 

Gly Gly Lys Ala 

530 

Lys Arg Ser Cys 
545 

Gly Ala Gin Cys 
Cys Pro Val Gly 



55 

Asp Asp Leu Ser 

70 

Phe Leu Thr Ala 
85 

Leu Ala Leu Glu 

Ser Asn Gly Pro 
120 

Thr Arg His Val 

135 

Trp Lys Asn Val 
150 

Val Gly Cys Asp 
165 

Glu His Leu Gin 

Ala Arg Glu Ser 
200 

Phe Glu Asn Ser 
215 

Gly Gin Gly Ala 

230 

Arg Leu Gly Pro 
245 

Arg Arg Pro Glu 

Val Gin Glu Leu 
280 

Asn Leu Lys Arg 
295 

Gly Gly Pro Pro 
310 

Arg Phe Phe Ala 
325 

Cys Thr Cys Lys 

Pro Ala Thr Cys 
360 

Ser Cys Leu His 

375 

Glu Trp Thr Gin 
390 

Gly Arg Ser Cys 

405 

Gin Thr Arg Ala 

Asp Gly Gly Trp 
440 

Cys Gly Val Gly 
455 

Pro Gin Met Gly 
470 

Ala Cys Gin Gly 
485 

Ser Pro Trp Ser 

Arg Thr Arg Val 
520 

Cys Val Gly Asp 

535 

Pro Val Asp Gly 
550 

Ser Ser Phe Pro 
565 

Phe Leu Gly Asn 



60 

Lys He Thr Lys 
75 

Gin Leu Lys Gin 
90 

Gly Pro Gly Leu 

105 

Ala Asp Thr Leu 

Val Ser Leu Glu 

140 

Thr Val Gin Val 
155 

Leu He Gly Pro 
170 

Ala Glu Lys Ser 
185 

His Phe Arg Gly 

Val Glu Asp He 
220 

Glu He Asn Ala 
235 

His Val Thr Thr 
250 

Val Cys Glu Arg 
265 

Ser Gly Leu His 

Val Ser Asn Asp 
300 

Lys Thr Arg Asn 

315 

Glu Asn Glu Thr 
330 

Lys Phe Lys Thr 
345 

Ala Ser Pro Ser 

Ser Val Asp Gly 

380 

Cys Ser Val Thr 
395 

Asp Val Thr Ser 

410 

Cys Ser Leu Ser 
425 

Ser His Trp Ser 

Asn He Thr Arg 
460 

Gly Lys Asn Cys 
475 

Ala Pro Cys Pro 
490 

Ala Cys Thr Val 
505 

Cys Asn Ser Pro 

Val Gin Glu Arg 

540 

Cys Leu Ser Asn 
555 

Asp Gly Ser Trp 
570 

Gly Thr His Cys 



He Met Arg Gin 

80 

Asp Gly Lys Ser 
95 

Ser Gin Arg Gin 

110 

Asp Leu Thr Tyr 
125 

Asp Val Gly Leu 

Ala Gly Glu Thr 
160 

Val Ala Leu Asp 
175 

Arg Met Tyr Val 

190 

Leu Leu Gin Asn 
205 

Leu Ser Lys Lys 

He Ser Glu Asn 
240 

Glu Tyr Val Gly 
255 

Ser Cys Glu Glu 
270 

Val Leu Val Asn 
285 

Asn Gin Phe Leu 

Met Ser Ala Cys 

320 

Trp Val Val Asp 
335 

He Cys His Gin 
350 

Phe Val Glu Gly 

365 

Glu Glu Gly Trp 

Cys Gly Ser Gly 
400 

Asn Thr Cys Leu 
415 

Lys Cys Asp Thr 
430 

Pro Trp Ser Ser 
445 

He Arg Leu Cys 

Lys Gly Ser Gly 

480 

He Asp Gly Arg 
495 

Thr Cys Ala Gly 
510 

Glu Pro Gin Tyr 
525 

Gin Met Cys Asn 

Pro Cys Phe Pro 
560 

Ser Cys Gly Phe 
575 

Glu Asp Leu Asp 
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580 585 590 

Glu Cys Ala Leu Val Pro Asp lie Cys Phe Ser Thr Ser Lys Val Pro 

595 600 605 

Arg Cys Val Asn Thr Gin Pro Gly Phe His Cys Leu Pro Cys Pro Pro 

610 615 620 

Arg Tyr Arg Gly Asn Gin Pro Val Gly Val Gly Leu Glu Ala Ala Lys 
625 630 635 640 

Thr Glu Lys Gin Val Cys Glu Pro Glu Asn Pro Cys Lys Asp Lys Thr 

645 650 655 

His Asn Cys His Lys His Ala Glu Cys lie Tyr Leu Gly His Phe Ser 

660 665 670 

Asp Pro Met Tyr Lys Cys Glu Cys Gin Thr Gly Tyr Ala Gly Asp Gly 

675 680 685 

Leu He Cys Gly Glu Asp Ser Asp Leu Asp Gly Trp Pro Asn Leu Asn 

690 695 700 

Leu Val Cys Ala Thr Asn Ala Thr Tyr His Cys He Lys Asp Asn Cys 
705 710 715 720 

Pro His Leu Pro Asn Ser Gly Gin Glu Asp Phe Asp Lys Asp Gly He 

725 730 735 

Gly Asp Ala Cys Asp Asp Asp Asp Asp Asn Asp Gly Val Thr Asp Glu 

740 745 750 

Lys Asp Asn Cys Gin Leu Leu Phe Asn Pro Arg Gin Ala Asp Tyr Asp 

755 760 765 

Lys Asp Glu Val Gly Asp Arg Cys Asp Asn Cys Pro Tyr Val His Asn 

770 775 780 

Pro Ala Gin He Asp Thr Asp Asn Asn Gly Glu Gly Asp Ala Cys Ser 
785 790 795 800 

Val Asp He Asp Gly Asp Asp Val Phe Asn Glu Arg Asp Asn Cys Pro 

805 810 815 

Tyr Val Tyr Asn Thr Asp Gin Arg Asp Thr Asp Gly Asp Gly Val Gly 

820 825 830 

Asp His Cys Asp Asn Cys Pro Leu Val His Asn Pro Asp Gin Thr Asp 

835 840 845 

Val Asp Asn Asp Leu Val Gly Asp Gin Cys Asp Asn Asn Glu Asp He 

850 855 860 

Asp Asp Asp Gly His Gin Asn Asn Gin Asp Asn Cys Pro Tyr He Ser 
865 870 875 880 

Asn Ala Asn Gin Ala Asp His Asp Arg Asp Gly Gin Gly Asp Ala Cys 

885 890 895 

Asp Pro Asp Asp Asp Asn Asp Gly Val Pro Asp Asp Arg Asp Asn Cys 

900 905 910 

Arg Leu Val Phe Asn Pro Asp Gin Glu Asp Leu Asp Gly Asp Gly Arg 

915 920 925 

Gly Asp He Cys Lys Asp Asp Phe Asp Asn Asp Asn He Pro Asp He 

930 935 940 

Asp Asp Val Cys Pro Glu Asn Asn Ala He Ser Glu Thr Asp Phe Arg 
945 950 955 960 

Asn Phe Gin Met Val Pro Leu Asp Pro Lys Gly Thr Thr Gin He Asp 

965 970 975 

Pro Asn Trp Val He Arg His Gin Gly Lys Glu Leu Val Gin Thr Ala 

980 985 990 

Asn Ser Asp Pro Gly He Ala Val Gly Phe Asp Glu Phe Gly Ser Val 

995 1000 1005 

Asp Phe Ser Gly Thr Phe Tyr Val Asn Thr Asp Arg Asp Asp Asp Tyr 

1010 1015 1020 

Ala Gly Phe Val Phe Gly Tyr Gin Ser Ser Ser Arg Phe Tyr Val Val 
1025 1030 1035 1040 

Met Trp Lys Gin Val Thr Gin Thr Tyr Trp Glu Asp Gin Pro Thr Arg 

1045 1050 1055 

Ala Tyr Gly Tyr Ser Gly Val Ser Leu Lys Val Val Asn Ser Thr Thr 

1060 1065 1070 

Gly Thr Gly Glu His Leu Arg Asn Ala Leu Trp His Thr Gly Asn Thr 

1075 1080 1085 

Pro Gly Gin Val Arg Thr Leu Trp His Asp Pro Arg Asn He Gly Trp 

1090 1095 1100 

Lys Asp Tyr Thr Ala Tyr Arg Trp His Leu Thr His Arg Pro Lys Thr 
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1105 1110 1115 1120 

Gly Tyr lie Arg Val Leu Val His Glu Gly Lys Gin Val Met Ala Asp 

1125 1130 1135 

Ser Gly Pro He Tyr Asp Gin Thr Tyr Ala Gly Gly Arg Leu Gly Leu 

1140 1145 1150 

Phe Val Phe Ser Gin Glu Met Val Tyr Phe Ser Asp Leu Lys Tyr Glu 

1155 1160 1165 

Cys Arg Asp He 
1170 



<210> 5 

<211> 3074 

<212> DNA 

<213> Homo sapiens 

<400> 5 

gaattccggg gagcaggaag agccaacatg 
ctgcacctgg tcctgcagcg gtggctagcg 
gaccttctcc catcttccag tcagaggcta 
gaccccgccc tgaatgatct ctatgtgatt 
gccaccatct tcggtcttta ctcztcaact 
atgggacgct taagcaaagc catcctccgt 
gtggttttca acaacctgca gctggcagac 
agcaatttgc agcgaggggc cggctcccta 
tccgttcaca atctccccag ggcctttgct 
ttgaggactt tccagaggaa gccacaggac 
ggctcactgt tccaggtggc cagcctgcaa 
gctgccacag gcacagggga ctttaaccgg 
caactcctgg gagaggtgaa ggaccttctg 
cgaaacacca tagctgaatg ccaggcttgc 
agcacggtgg tcgccccggc tccccctgca 
tccaacccat gtttccgagg tgtccaatgt 
ccctgccccg agggctacac aggaaacggg 
taccatccct gctacccggg cgtgcactgc 
gcctgcccag tgggcttcac agggcccatg 
tcaaacaagc aggtctgcac tgacattgat 
tcgatctgcg ttaatacttt gggatcttac 
ggtgatcaga taaggggatg caaagtggaa 
tgcagtgtga atgcccagtg cattgaagag 
gtcggttggg ctggagatgg ctatatctgt 
gacgaagaac tgccatgctc tgccaggaac 
aattctggcc aagaagatgc agacagagat 
gacggagatg ggatcctgaa tgagcaggat 
aggaacagcg ataaagatat ctttggggat 
aacgaccaga aagacaccga tggggatgga 
ggagatggaa taaaaaacat tctggacaac 
gacaaggatg gtgatggtgt gggggatgcc 
aaccagtctg atgtggataa tgatctggtt 
gatggagatg ggcaccagga cagcacagac 
ctggacaccg ataaggatgg aattggtgac 
atcccagacc tggtgccccc tggaccagac 
gaggatagca acagcgacgg agtgggagac 
gtcatcgatc ggatcgacgt ctgcccagag 
gcttaccaga ccgtgggcct ggatcctgaa 
gtcctgaacc agggcatgga gattgtacag 
gggtacacag cttttaatgg agttgacttc 
gatgatgact atgcaggctt tatctttggc 
atgtggaagc agacggagca gacatattgg 
cctggcattc agctcaaggc tgtgaagtct 
tccctgtggc acacggggga caccagtgac 
aatgtgggct ggaaggacaa ggtgtcctac 
ggctacatca gggtacgatt ttatgaaggc 
atagacacca caatgcgtgg aggccgactt 
atctggtcca acctcaagta tcgctgcaat. 
caaacccaga atttcgaccg cttcgataat 



ctggccccgc gcggagccgc cgtcctcctg 60 
gcaggcgccc aggccacccc ccaggtcttt 120 
aacccaggcg ctctgctgcc agtcctgaca 180 
tccaccttca agctgcagac taaaagttca 240 
gacaacagta aatattttga atttactgtg 300 
tacctgaaga acgatgggaa ggtgcatttg 360 
ggaaggcggc acaggatcct cctgaggctg 420 
gagctctacc tggactgcat ccaggtggat 480 
ggcccctccc agaaacctga gaccattgaa 540 
ttcttggaag agctgaagct ggtggtgaga 600 
gactgcttcc tgcagcagag tgagccactg 660 
cagttcttgg gtcaaatgac acaattaaac 720 
agacagcagg ttaaggaaac atcatttttg 780 
ggtcctctca agtttcagtc tccgacccca 84 0 
ccgccaacac gcccacctcg tcggtgtgac 900 
accgacagta gagatggctt ccagtgtggg 960 
atcacctgta ttgatgttga tgagtgcaaa 1020 
ataaatttgt ctcctggctt cagatgtgac 1080 
gtgcagggtg ttgggatcag ttttgccaag 1140 
gagtgtcgaa atggagcgtg cgttcccaac 1200 
cgctgtgggc cttgtaagcc ggggtatact 12 60 
agaaactgca gaaacccaga gctgaaccct 1320 
aggcaggggg atgtgacatg tgtgtgtgga 1380 
ggaaaggatg tggacatcga cagttacccc 14 40 
tgtaaaaagg acaactgcaa atatgtgcca 1500 
ggcattggcg acgcttgtga cgaggatgct 1560 
aactgtgtcc tgattcataa tgtggaccaa 1620 
gcctgtgata actgcctgag tgtcttaaat 1680 
agaggagatg cctgtgatga tgacatggat 1740 
tgcccaaaat ttcccaatcg tgaccaacgg 1800 
tgtgacagtt gtcctgatgt cagcaaccct 1860 
ggggactcct gtgacaccaa tcaggacagt 1920 
aactgcccca ccgtcattaa cagtgcccag 1980 
gagtgtgatg atgatgatga caatgatggt 2040 
aactgccggc tggtccccaa cccagcccag 2100 
atctgtgagt ctgactttga ccaggaccag 2160 
aacgcagagg tcaccctgac cgacttcagg 2220 
ggggatgccc agatcgatcc caactgggtg 228 0 
accatgaaca gtgatcctgg cctggcagtg 234 0 
gaagggacct tccatgtgaa tacccagaca 2400 
taccaagata gctccagctt ctacgtggtc 24 60 
caagccaccc cattccgagc agttgcagaa 2520 
aagacaggtc caggggagca tctccggaac 2580 
caggtcaggc tgctgtggaa ggactccagg 2640 
cgctggttcc tacagcacag gccccaggtg 2700 
tctgagttgg tggctgactc tggcgtcacc 2760 
ggcgttttct gcttctctca agaaaacatc 2820 
gacaccatcc ctgaggactt ccaagagttt 2880 
taaaccaagg aagcaatctg taactgcttt 2940 
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tcggaacact aaaaccatat atattttaac 
atatatcaaa acgttttatg tgaatgtggc 
aaaaaaaaaa aaaa 



ttcaattttc tttagctttt accaacccaa 3000 
aataaaggag aagagatcat ttttaaaaaa 30 60 
3074 



<210> 6 
<211> 961 
<212> PRT 

<213> Homo sapiens 



<400> 6 



Met 


Leu 


Ala 


Pro 


Arg 


Gly 


Ala 


Ala 


Val 


Leu 


Leu 


Leu 


His 


Leu 


Val 


Leu 


1 








5 










10 










15 




Gin 


Arg 


Trp 


Leu 


Ala 


Ala 


Gly 


Ala 


Gin 


Ala 


Thr 


Pro 


Gin 


Val 


Phe 


Asp 








20 










25 










30 






Leu 


Leu 


Pro 


Ser 


Ser 


Ser 


Gin 


Arg 




Asn 


Pro 


Gly 


Ala 




Leu 


Pro 






35 










40 










45 








Val 


Leu 




ASD 


Pro 


Ala 


Leu 




Asp 


Leu 


Tyr 


Val 


He 


Ser 


Thr 


Phe 




50 










55 










60 












Leu 


Gin 


Thr 


Lvs 


Ser 


Ser 


Ala 


Thr 


He 


Phe 


Gly 


Leu 


Tyr 


Ser 


Ser 


65^ 










70 










75 










80 


Thr 


sp 


Asn 


Ser 




Tyr 


Phe 


Glu 


Phe 


Thr 




Met 


Gly 


Ara 


Leu 






















90 










95 




ys 


Al 






rg 


T 

yr 


Leu 


Lvs 


Asn 


Asp 


Gly 


Lvs 


Val 


His 




Val 








100 










105 










110 






Val 


Phe 
e 


Asn 


Asn 


Leu 


Gin 


Leu 


Ala 


Asp 


Glv 


Ara 


Ara 


His 


Arg 


He 


Leu 






^5 










120 










125 








Leu 




eu 


er 


sn 


eu 


Gin 


Arg 




Ala 


Gl 


Ser 




Glu 


Leu 


Tvr 














135 










140 












sp 


Cys 






1 


sp 


er 


V 1 


His 


Asn 




Pro 


A 

rg 


Ala 


Phe 


145 










to 










155 










160 


A a 




ro 


er 




ys 


ro 


Glu 


Thr 


He 


Glu 


Leu 


rg 


Thr 


Phe 






















170 










175 




Arg 


ys 


ro 




sp 


Ph 


eu 


Gl 


Glu 


Leu 


ys 


Leu 


Val 


Val 


Arg 


Gly 






fin 










185 










190 






Ser 


eu 






V 1 


Ala 


Ser 
er 


Leu 




sp 


ys 


Phe 


Leu 




Gin 


Ser 






195 










200 










205 










p 


eu 


Ala 


Ala 


Thr 


Gl 


Thr 


Gl 


ASD 


Phe 


Asn 


Arg 


Gin 


Phe 


Leu 




210 










215 










220 










Gly 


Gin 


Met 


Thr 


Gin 


Leu 


Asn 


Gin 


Leu 


Leu 


Gly 


Glu 


Val 


Lvs 


Asp 


Leu 


225 










230 










235 










240 


Leu 


rg 


Gin 


Gin 


Val 


Lys 


Glu 


Thr 


Ser 


Phe 




Ara 


Asn 


Thr 


He 


Ala 










245 










250 










255 




Glu 


ys 


Gin 


Ala 


Cys 


Gly 


Pro 


Leu 


Lys 


Phe 


Gin 


Ser 


Pro 


Thr 


Pro 


Ser 








2 60 










265 










270 








V 


Val 


Ala 


Pro 
ro 


Ala 


Pro 


Pro 




Pro 


Pro 


Thr 


Arg 




Pro 


Ara 






275 










280 










285 








rg 




Asp 


er 


sn 


Pr 
ro 


Cys 


Phe 


rg 




Val 


Gin 


Cys 


Thr 


ASD 


Ser 














295 










300 










Arg 


Asp 


Gly 


Phe 


Gin 




Gly 


ro 


ys 


ro 




Gly 


Tyr 


Thr 


Gl 


Asn 
































320 


Gly 


lie 


Thr 


Cys 


lie 


Asp 


Val 


Asp 


Glu 


Cys 


Lys 


Tyr 


His 


Pro 


Cys 


Tyr 










325 










330 










335 




Pro 


Gly 


Val 


His 


Cys 


He 


Asn 


Leu 


Ser 


Pro 


Gly 


Phe 


Arg 


Cys 


Asp 


Ala 








340 










345 










350 






Cys 


Pro 


Val 


Gly 


Phe 


Thr 


Gly 


Pro 


Met 


Val 


Gin 


Gly 


Val 


Gly 


He 


Ser 






355 










360 










365 








Phe 


Ala 


Lys 


Ser 


Asn 


Lys 


Gin 


Val 


Cys 


Thr 


Asp 


He 


Asp 


Glu 


Cys 


Arg 




370 










375 










380 










Asn 


Gly 


Ala 


Cys 


Val 


Pro 


Asn 


Ser 


He 


Cys 


Val 


Asn 


Thr 


Leu 


Gly 


Ser 


385 










390 










395 










400 


Tyr 


Arg 


Cys 


Gly 


Pro 


Cys 


Lys 


Pro 


Gly 


Tyr 


Thr 


Gly 


Asp 


Gin 


He 


Arg 










405 










410 










415 




Gly 


Cys 


Lys 


Val 


Glu 


Arg 


Asn 


Cys 


Arg 


Asn 


Pro 


Glu 


Leu 


Asn 


Pro 


Cys 








420 










425 










430 






Ser 


Val 


Asn 


Ala 


Gin 


Cys 


He 


Glu 


Glu 


Arg 


Gin 


Gly 


Asp 


Val 


Thr 


Cys 






435 










440 










445 
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Val Cys Gly Val Gly Trp Ala Gly Asp Gly Tyr He Cys Gly Lys Asp 

450 455 460 

Val Asp He Asp Ser Tyr Pro Asp Glu Glu Leu Pro Cys Ser Ala Arg 
465 470 475 480 

Asn Cys Lys Lys Asp Asn Cys Lys Tyr Val Pro Asn Ser Gly Gin Glu 

485 490 495 

Asp Ala Asp Arg Asp Gly He Gly Asp Ala Cys Asp Glu Asp Ala Asp 

500 505 510 

Gly Asp Gly He Leu Asn Glu Gin Asp Asn Cys Val Leu He His Asn 

515 520 525 

Val Asp Gin Arg Asn Ser Asp Lys Asp He Phe Gly Asp Ala Cys Asp 

530 535 540 

Asn Cys Leu Ser Val Leu Asn Asn Asp Gin Lys Asp Thr Asp Gly Asp 
545 550 555 560 

Gly Arg Gly Asp Ala Cys Asp Asp Asp Met Asp Gly Asp Gly He Lys 

565 570 575 

Asn He Leu Asp Asn Cys Pro Lys Phe Pro Asn Arg Asp Gin Arg Asp 

580 585 590 

Lys Asp Gly Asp Gly Val Gly Asp Ala Cys Asp Ser Cys Pro Asp Val 

595 600 605 

Ser Asn Pro Asn Gin Ser Asp Val Asp Asn Asp Leu Val Gly Asp Ser 

610 615 620 

Cys Asp Thr Asn Gin Asp Ser Asp Gly Asp Gly His Gin Asp Ser Thr 
625 630 635 640 

Asp Asn Cys Pro Thr Val He Asn Ser Ala Gin Leu Asp Thr Asp Lys 

645 650 655 

Asp Gly He Gly Asp Glu Cys Asp Asp Asp Asp Asp Asn Asp Gly He 

660 665 670 

Pro Asp Leu Val Pro Pro Gly Pro Asp Asn Cys Arg Leu Val Pro Asn 

675 680 685 

Pro Ala Gin Glu Asp Ser Asn Ser Asp Gly Val Gly Asp He Cys Glu 

690 695 700 

Ser Asp Phe Asp Gin Asp Gin Val He Asp Arg He Asp Val Cys Pro 
705 710 715 720 

Glu Asn Ala Glu Val Thr Leu Thr Asp Phe Arg Ala Tyr Gin Thr Val 

725 730 735 

Gly Leu Asp Pro Glu Gly Asp Ala Gin He Asp Pro Asn Trp Val Val 

740 745 750 

Leu Asn Gin Gly Met Glu He Val Gin Thr Met Asn Ser Asp Pro Gly 

755 760 765 

Leu Ala Val Gly Tyr Thr Ala Phe Asn Gly Val Asp Phe Glu Gly Thr 

770 775 780 

Phe His Val Asn Thr Gin Thr Asp Asp Asp Tyr Ala Gly Phe He Phe 
785 790 795 800 

Gly Tyr Gin Asp Ser Ser Ser Phe Tyr Val Val Met Trp Lys Gin Thr 

805 810 815 

Glu Gin Thr Tyr Trp Gin Ala Thr Pro Phe Arg Ala Val Ala Glu Pro 

820 825 830 

Gly He Gin Leu Lys Ala Val Lys Ser Lys Thr Gly Pro Gly Glu His 

835 840 845 

Leu Arg Asn Ser Leu Trp His Thr Gly Asp Thr Ser Asp Gin Val Arg 

850 855 860 

Leu Leu Trp Lys Asp Ser Arg Asn Val Gly Trp Lys Asp Lys Val Ser 
865 870 875 880 

Tyr Arg Trp Phe Leu Gin His Arg Pro Gin Val Gly Tyr He Arg Val 

885 890 895 

Arg Phe Tyr Glu Gly Ser Glu Leu Val Ala Asp Ser Gly Val Thr He 

900 905 910 

Asp Thr Thr Met Arg Gly Gly Arg Leu Gly Val Phe Cys Phe Ser Gin 

915 920 925 

Glu Asn He He Trp Ser Asn Leu Lys Tyr Arg Cys Asn Asp Thr He 

930 935 940 

Pro Glu Asp Phe Gin Glu Phe Gin Thr Gin Asn Phe Asp Arg Phe Asp 
945 950 955 960 

Asn 



